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<-210> 1 
<211> 4123 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 



<221> misc_feature 
<222> (1) . . . (4123) 
<223> n = g, a, c or t (u) 



<400> 1 

gaattccact ctgaaagtgg gagaggatcc aagtagggaa ggagaaaggg tacaaaatga 60 
cctgtcccaa gaaatggact ggatctttca atcatttact catccaacaa atatttgaag 12 0 

ttgtaaaatg accacaaagt gggctaaaag ttcagacgta tggagcatgt ccctctcggt 18 0 

ctttggtttt gaccaaagct cagaattgtg gaaagaaaga aaaagtagtg ggttatgcat 24 0 

gttgtgtcac agtggaagat gaagtagtgg gtgttaaaga aaatgtttgg atagataaag 300 
gatcaagtga gcggcaaaca cacattcctg gcagagtgaa tgggctggct ttctagagat 360 
tcttgttaaa ataccttttg tgtttgcctc tttgtggtct tcacaactag gattaattta 420 
gggaagataa tcatgatcca ggtgaggata aagattccag agaaaggctt atttctaccc 480 
cttaacttct ttgtttttct tcctttctaa aagttttgtc atttttaaaa tttatttttt 
atttaatttt tttcatgcaa tataatttga tcatattctt tccttcctcc aacttctcct 
agatcctcag ggccttccta gctatccatc ttcatgttaa tggatagact gacaaccaaa 
acattctttc tctgcttaaa taatatctcc ataaaatcta taaataaatg aggtagttgg 72 0 

780 
840 
900 



540 
600 
660 



aaactatctc agcacttttc aattgattgg ctagtaatcc ttcaatatct catttttttt 
aactttcgct ttatctattc tgtgtgnaca ttaatttttt tcaggcaagg cataatatat 
atataattgg actgatttct ttattagagt ttgccctatg tgaggtcaag aaatattctt 
aaattaatga gtgactgaat aagtgatggg caatttaagt atttagaaaa gaaaggtttt 960 

attattccat tcagtcaaga tagtgagaca gagaaagagt ctgtcacagg ctgtgtatgt 1020 

ggtgaggctg attgagtctt gagccacctg aatgcaactg cactgttcca cctgctggca 1080 

catccatcct ggatcaatct ggagtgtgac tgtgacaagt ctcagataaa atggaagaaa 1140 

cagctggatt tggagtccag atgcaaagat gactataggt agaaactttc agcaattaca 12 00 

ttcatctgaa cacaccaact actgttgtca tcatttcacc ctgaaattag gaaaatagta 1260 

caagcagcta cacctattac atgtttggta aattagaatg tgaatttctt aatatccagg 1320 

ttaatgtcta gtccatgact ttacctcatc agcaaggata tacataacat gcaatatgtg 13 80 

ctcaataaat agttgtgagt agttcagaga aatgggaatt ggtatacata tagatgttac 1440 

caagactaga tactagagat ttgtttttac tgtttaccaa agctgatgtt gcagattaat 1500 

aaactttgga ttctgaggtc agtctctgtc tgtcttctcc attccccctc ccacaagtag 1560 

gtgtgtctac cttctcatga cttaaatgcg ggtttctaaa catttagtga cactagtgat 162 0 

ccagaaacta ctaaccatgg gttttttttt atttagccct acaaggtact tggatggtat 1680 
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ctctgggttc ttccaatggg ccttcttgct cagtctattt ctggtgctgt tcaaggcagt 1740 

ccaattctac ttacgaaggc agtggctgct caagaccctc cagcatttcc catgcatgcc 18 00 

ttcccactgg ctttgggggc accatctgaa gggacaagga gctccagcag attcttatat 1860 

gggtagagaa attcccaagt gcctgcttac agtgtctctc ggggagcaat atacgagtcc 1920 

tgctttatga tcctgactat gtgaaggtgg ttctggggag atcagatcca aaggcttctg 1980 

gaatttatca attctttgct ccctggattg gttatggttt gctcctgttg aatgggaaga 2040 

agtggttcca gcatcggcgg atgttgactc cagccttcca ctatgacatc ctcaaaccct 2100 

atgtcaaaat catggcggac tctgtcaata taatgctaga taaatgggag aagcttgatg 2160 

gccaggacca ccctctggag atcttccact gtgtttcatt gatgacactg gacactgtta 2220 

tgaagtgtgc tttcagctac caaggcagtg ttcagttgga tgaaaattcc aagttgtata 22 80 

ctaaggctgt cgaggatcta aacaacctga ctttctttcg cctgcggaat gccttttata 2340 

agtacaacat catctacaat atgtcctctg atggacgttt gtcccaccat gcctgccaga 2400 

ttgctcacga gcacacagat ggagtgatca agatgaggaa gtctcagctg cagaatgagg 24 60 

aagagctgca gaaggccagg aagaagagac acttggattt cttggacatc ctcttgtttg 252 0 

ccagaatgga ggataggaac agcttgtctg atgaggacct gcgtgcagag gtggacacat 2580 

tcatgtttga gggtcatgac actacagcca gtggaatttc ctggattttc tatgctctgg 2640 

ccacccaccc tgagcaccaa cagagatgca gagaggaggt gcagagcatt ctgggtgatg 2700 

gaacctctgt cacatgggac catctgggcc agatgcccta caccaccatg tgcatcaagg 2760 

aggccctgag gctctatcca ccagtaatat ctgtgagtcg agagctcagc tcacctgtca 2 82 0 

ccttcccaga tggacgctcc atacccaaag gtatcacagc cacaatttcc atttatggcc 2880 

tacatcataa cccacgtttc tggccaaacc caaaggtgtt tgacccctct agatttgcac 2940 

cagattcttc tcaccatagc catgcttatc tgccattctc aggaggatca aggaactgca 3000 

ttgggaaaca gtttgctatg aacgagctga aggtggctgt ggccctgacc ctgcttcgct 3060 

ttgaattgct gccagatccc accaggatcc cagtccccat tgcaagactt gtgttgaagt 312 0 

ccaagaatgg gatccacctg tgtctcaaga agctaagata attctgatgg agtcagggca 3180 

gctccagagg tctgctgcct gcaatacctg cttttgtctc tggcttttct gtactttgct 3240 

ttctctttga ttcccattct tctgctctct gcaatgtgtc ctgtcatctc atctttctgc 3300 

cctcatttct gtagcttttc ctctagacac cttcctaacc tgtgcatgta cctgtttccc 3360 

atctcgcttt aactctgacc agccactgaa cctgcagcca gcagcctgtc ccccagcctg 3420 

ttcacccctc ataaccattg cactgacaga ggaagatata ttttagaggg agacacttgt 3480 

acctttctct cccttcagtt attagactct tgggacaatg gacatcatga attaaaacgt 3540 

tcttagaaat cacatgctgg gagaaaatta acactaaaat ctggtaccag ccagaggaag 3600 

gaacttgact caaaataaga gatttttaga tatttctgtc tgtctcatag ttaaaattaa 3660 

tgttttcctg ctttctggca tatgcctcat cttttctatg aagtagtaat actgatacag 3720 

aaaggtagag agaaatgaat agtttttgct actttgggcc aaactgtgaa aaaatccatt 3780 

ttatttcatc aatttctgtt tcccaatttc atttaagaca caggaaaact actcagcatg 3840 

aactttgggg agccagagca gttttggcaa tccagggaag catgttgcca tctggtccct 3900 

actgttagaa tgtggtagaa ttctcagctc ctgagaggtt gttctctgct tttgactcct 3960 

gagctggttg tgtagaaatg caggttggcg ttttttgtga agctaaggag ttttctgact 4020 

ttaacccggt cttatttgtt tagagtactc tgattattca ctttagtgat ttggagaatt 40 8 0 

cctattaaaa tcacatgaca tggaaaaaaa aaaaaaaagg aat 412 3 

<210> 2 
<211> 507 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 

<400> 2 

Met Gly Phe Phe Val Phe Ser Pro Thr Arg Tyr Leu Asp Gly lie Ser 

15 10 15 

Gly Phe Phe Gin Trp Ala Phe Leu Leu Ser Leu Phe Leu Val Leu Phe 

20 25 30 

Lys Ala Val Gin Phe Tyr Leu Arg Arg Gin Trp Leu Leu Lys Thr Leu 
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Gin His Phe Pro Cys Met Pro Ser His Trp Leu Trp Gly His His Leu 

50 55 60 

Lys Asp Lys Glu Leu Gin Gin lie Leu He Trp Val Glu Lys Phe Pro 
65 70 75 80 

Ser Ala Cys Leu Gin Cys Leu Ser Gly Ser Asn He Arg Val Leu Leu 

85 90 95 

Tyr Asp Pro Asp Tyr Val Lys Val Val Leu Gly Arg Ser Asp Pro Lys 

100 105 110 

Ala Ser Gly He Tyr Gin Phe Phe Ala Pro Trp He Gly Tyr Gly Leu 

115 120 125 

Leu Leu Leu Asn Gly Lys Lys Trp Phe Gin His Arg Arg Met Leu Thr 

130 135 140 

Pro Ala Phe His Tyr Asp He Leu Lys Pro Tyr Val Lys He Met Ala 
145 150 155 160 

Asp Ser Val Asn lie Met Leu Asp Lys Trp Glu Lys Leu Asp Gly Gin 

165 170 175 

Asp His Pro Leu Glu He Phe His Cys Val Ser Leu Met Thr Leu Asp 

180 185 190 

Thr Val Met Lys Cys Ala Phe Ser Tyr Gin Gly Ser Val Gin Leu Asp 

195 200 205 

Glu Asn Ser Lys Leu Tyr Thr Lys Ala Val Glu Asp Leu Asn Asn Leu 

210 215 220 

Thr Phe Phe Arg Leu Arg Asn Ala Phe Tyr Lys Tyr Asn He He Tyr 
225 230 235 240 

Asn Met Ser Ser Asp Gly Arg Leu Ser His His Ala Cys Gin He Ala 

245 250 255 

His Glu His Thr Asp Gly Val He Lys Met Arg Lys Ser Gin Leu Gin 

260 265 270 

Asn Glu Glu Glu Leu Gin Lys Ala Arg Lys Lys Arg His Leu Asp Phe 

^2^7-5 280 285 

Leu Asp He Leu Leu Phe Ala Arg Met Glu Asp Arg Asn Ser Leu Ser 

290 295 300 

Asp Glu Asp Leu Arg Ala Glu Val Asp Thr Phe Met Phe Glu Gly His 
305 310 315 320 

Asp Thr Thr Ala Ser Gly He Ser Trp He Phe Tyr Ala Leu Ala Thr 

325 330 335 

His Pro Glu His Gin Gin Arg Cys Arg Glu Glu Val Gin Ser He Leu 

340 345 350 

Gly Asp Gly Thr Ser Val Thr Trp Asp His Leu Gly Gin Met Pro Tyr 

355 360 365 

Thr Thr Met Cys He Lys Glu Ala Leu Arg Leu Tyr Pro Pro Val He 

370 375 380 

Ser Val Ser Arg Glu Leu Ser Ser Pro Val Thr Phe Pro Asp Gly Arg 
385 390 395 400 

Ser He Pro Lys Gly He Thr Ala Thr He Ser He Tyr Gly Leu His 

405 410 415 

His Asn Pro Arg Phe Trp Pro Asn Pro Lys Val Phe Asp Pro Ser Arg 

420 425 430 

Phe Ala Pro Asp Ser Ser His His Ser His Ala Tyr Leu Pro Phe Ser 

435 440 445 

Gly Gly Ser Arg Asn Cys He Gly Lys Gin Phe Ala Met Asn Glu Leu 

450 455 460 

Lys Val Ala Val Ala Leu Thr Leu Leu Arg Phe Glu Leu Leu Pro Asp 
465 470 475 480 

Pro Thr Arg lie Pro Val Pro lie Ala Arg Leu Val Leu Lys Ser Lys 
485 490 495 

Asn Gly He His Leu Cys Leu Lys Lys Leu Arg 

500 505 
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<210> 3 
<211> 508 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 



<400> 3 

Met Ser Ala Ser 
1 

Glu Tyr Leu Gin 
20 

Lys Thr Ala Gin 
35 

Gin Gin Phe Pro 
50 

Leu Lys Asp Gin 
65 

Pro Ser Ala Cys 

Val Tyr Asp Pro 
100 

Lys Ala Asn Gly 
115 

Leu Leu Met Leu 
130 

Thr Pro Ala Phe 
145 

Ala Asp Ser Val 

Gin Asp Ser Thr 
180 

Asp Thr lie Met 
195 

Asp Arg Lys Tyr 
210 

Leu Val Phe Ser 
225 

Tyr Arg Val Ser 

Ala His Asp His 
260 

Gin Asp Glu Glu 
275 

Phe Leu Asp lie 
290 

Ser Asp Lys Asp 
305 

His Asp Thr Thr 

Thr Asn Pro Glu 
340 

Leu Gly Asp Gly 
355 

Tyr Thr Thr Met 
370 



Ala Leu Ser Ser 
5 

Val Ala Ser Val 

Leu Tyr Leu His 
40 

Ser Pro Pro Ser 
55 

Asp Leu Gin Asp 
70 

Pro Gin Trp Leu 
85 

Asp Tyr Met Lys 

Ser Tyr Arg Phe 
120 

Asp Gly Gin Thr 
135 

His Tyr Asp lie 
150 

Arg Val Met Leu 
165 

Leu Glu lie Phe 

Lys Cys Ala Phe 
200 

Lys Ser Tyr He 
215 

Arg Val Arg Asn 
230 

Ser Asn Gly Cys 
245 

Thr Asp Gin Val 

Glu Leu Glu Lys 
280 

Leu Leu Phe Ala 
295 

Leu Arg Ala Glu 
310 

Ala Ser Gly He 
325 

His Gin Gin Arg 

Thr Ser lie Thr 
360 

Cys He Lys Glu 
375 



He Arg Phe Pro 
10 

Leu Ser Leu Leu 
25 

Arg Gin Trp Leu 

His Trp Leu Phe 
60 

He Leu Thr Arg 
75 

Trp Gly Ser Lys 
90 

Leu He Leu Gly 
105 

Leu Ala Pro Trp 

Trp Phe Gin His 
14 0 

Leu Lys Pro Tyr 
155 

Asp Lys Trp Glu 
170 

Arg His He Thr 
185 

Ser His Glu Gly 

Gin Ala Val Glu 
220 

lie Phe His Leu 
235 

Lys Ala Asn Ser 
250 

He Lys Ser Arg 
265 

Leu Lys Lys Lys 

Arg Met Glu Asn 
300 

Val Asp Thr Phe 
315 

Ser Trp He Phe 
330 

Cys Arg Lys Glu 
345 

Trp Asn Asp Leu 

Ala Leu Arg He 
380 



Gly Ser He Ser 
15 

Leu Leu Leu Phe 
30 

Leu Ser Ser Thr 
45 

Gly His Lys He 

He Lys Asn Phe 
80 

Val Arg He Gin 
95 

Arg Ser Asp Pro 
110 

He Gly Arg Gly 
125 

Arg Arg Met Leu 

Thr Glu lie Met 
160 

Gin He Val Gly 
175 

Leu Met Thr Leu 
190 

Ser Val Gin Leu 
205 

Asp Leu Asn Asp 

Asn Asp He He 
240 

Ala Cys Gin Leu 
255 

Arg He Gin Leu 
270 

Arg Arg Leu Asp 
285 

Gly Lys Ser Leu 

Met Phe Glu Gly 
320 

Tyr Ala Leu Ala 
335 

He Gin Ser Leu 
350 

Asp Lys Met Pro 
365 

Tyr Pro Pro Val 
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Pro Ser Val Ser Arg Glu Leu Ser Ser Pro Val Thr Phe Pro Asp Gly 
385 390 395 400 

Arg Ser Leu Pro Lys Gly lie His Val Met Leu Ser Phe Tyr Gly Leu 

405 410 415 

His His Asn Pro Thr Val Trp Pro Asn Pro Glu Val Phe Asp Pro Ser 

420 425 430 

Arg Phe Ala Pro Gly Ser Ser Arg His Ser His Ser Phe Leu Pro Phe 

435 440 445 

Ser Gly Gly Ala Arg Asn Cys lie Gly Lys Gin Phe Ala Met Asn Glu 

450 455 460 

Leu Lys Val Ala Val Ala Leu Thr Leu Leu Arg Phe Glu Leu Leu Pro 
465 470 475 480 

Asp Pro Thr Arg Val Pro lie Pro lie Pro Arg lie Val Leu Lys Ser 

485 490 495 

Lys Asn Gly lie His Leu His Leu Lys Glu Leu Gin 



<210> 4 
<211> 2116 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 

<400> 4 

tgaattcatc ttctaccagc tctttctgta aatatttcaa atatttacac aaatatttgt 60 

gaactgtttg gataaagtga caccactatt acctaatatg tctttcattt cattgctccc 120 

caaagaggct gttcaggtcc atcaaccctg gtcttgaaat caagctctgc tcacacccct 180 

ctccctcccc caagtaggtg gggcaaccct cctggggttt gcagacagga gggtgttcat 240 

tgaaagtgaa ggagagttgg tgatccagaa gctgttgtat catgagtgcc tctgctctga 3 00 

gctccatcag attcccagga agcatctctg agtaccttca agtagcctct gtgctcagcc 360 

tgctcctgct gctcttcaag acagcccagc tctacctgca caggcaatgg ctactcagca 420 

gtactcagca gttcccatcc ccaccttctc actggctctt tggacacaag atcttaaagg 480 

accaggacct tcaagatatt ctaactagga ttaagaattt cccaagtgcc tgtccacagt 54 0 

ggctctgggg aagcaaagtg cgcattcaag tgtatgaccc tgactacatg aagctgattc 600 

tggggagatc agacccaaaa gctaatggtt cctacagatt tctagctccc tggattgggc 660 

gtggtttgct tatgctggat ggacagacat ggtttcagca ccgacgaatg ttgaccccag 72 0 

ctttccacta tgacattctg aagccttata cggaaatcat ggcagactct gttcgtgtaa 780 

tgctggataa atgggaacag attgttggcc aggattccac cctggagatc tttcgacaca 840 

tcaccttgat gaccttggac accatcatga agtgtgcctt cagccacgag ggcagtgtcc 900 

agttggacag aaaatacaag tcctatatcc aggcagttga ggacctgaac gatctcgttt 960 

tttcccgtgt gcggaacatc tttcacctga atgacatcat ctacagagtg tcctctaatg 102 0 

gctgcaaggc taacagtgcc tgcaaacttg cccatgatca cacagaccaa gtgatcaaat 10 8 0 

caaggaggat tcaacttcag gatgaggaag agttggaaaa gcttaagaag aaaaggcgat 114 0 

tggatttcct ggacatcctc ctatttgcca gaatggaaaa tggaaaaagc ttatctgata 12 0 0 

aggaccttcg tgctgaagtg gatactttca tgttcgaggg ccatgacacc acagctagtg 1260 

gtatctcctg gatcttctat gctttggcca caaatcctga acatcaacag agatgcagga 1320 

aggagatcca aagtctccta ggagatggga cttctatcac ctggaatgac ctggacaaga 13 80 

tgccctatac taccatgtgc atcaaggagg ccctgaggat ctaccctcct gtaccaagtg 1440 

tgagcagaga gctcagctca cctgtcacct ttccagatgg acgttcttta cccaaaggta 1500 

tccatgttat gctctccttt tatggccttc atcacaaccc aactgtgtgg ccaaatccag 1560 

aggtgtttga tccttctcga tttgcaccag ggtcttcccg gcacagccac tcattcctgc 1620 

ccttctcagg aggagcaagg aactgcattg ggaaacagtt tgcgatgaat gagctgaagg 16 8 0 

tggctgtggc cctgaccctg ctccgctttg agctgctgcc agatcccacc agagtcccaa 1740 

tccccatacc aagaattgtg ttgaagtcca agaatgggat ccacttgcat ctcaaagagc 1800 

tccaataatc ttcacaggac aagacagctc aaatgcatgc tgcctgccat tctgtctttc 1860 



6 



tgtcacttac tcttttcccc aatccttctg ctcacatctc attctttctt ctcaccttgt 1920 

tcacctccac ccaccttctg ctgggcttcc agtctccttg cctgtcagtc tttttcaact 1980 

tcttctgaga tccctacttg cttttctctc tacctgtccc taaccagact gcatgtttga 2040 

cctttgactt taatgatctc cctaacttgc accctgcctt tcttttctgt gtatttcctt 2100 

ctcttctact cttgtc 2116 



<210> 5 

<211> 519 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 



<400> 5 

Met Ser Val Ser 

1 

Gly lie Leu Gin 
20 

Lys Ala Val Gin 
35 

Gin Gin Phe Pro 
50 

Glu Leu Gin Gin 
65 

Thr Phe Pro Ser 

Val Gin Leu Tyr 
100 

Asp Pro Lys Ser 
115 

Tyr Gly Leu Leu 
130 

Met Leu Thr Pro 
145 

Leu Met Ala Asp 

Leu Gly Gin Asp 
180 

Thr Leu Asp Thr 
195 

Gin Val Asp Arg 
210 

Asn Asn Leu Val 
225 

Thr lie Tyr Ser 

Gin Leu Ala His 
260 

Gin Leu Gin Lys 
275 

Leu Asp Phe Leu 
290 

lie Leu Ser Asp 
305 

Glu Gly His Asp 



Val Leu Ser Pro 
5 

Ala Ala Ser Leu 

Leu Tyr Leu His 
40 

Cys Pro Pro Ser 
55 

Asp Gin Glu Leu 
70 

Ala Cys Pro His 
85 

Asp Pro Asp Tyr 

His Gly Ser Tyr 
120 

Leu Leu Asn Gly 
135 

Ala Phe His Tyr 
150 

Ser Val Arg Val 
165 

Ser Pro Leu Glu 

lie Met Lys Cys 
200 

Asn Ser Gin Ser 
215 

Phe Ser Arg Val 
230 

Leu Thr Ser Ala 
245 

Gin His Thr Asp 

Glu Gly Glu Leu 
280 

Asp lie Leu Leu 
295 

Lys Asp Leu Arg 
310 

Thr Thr Ala Ser 
325 



Ser Arg Leu Leu 
10 

Leu lie Leu Leu 
25 

Arg Gin Trp Leu 

His Trp Leu Phe 
60 

Gin Arg lie Gin 
75 

Trp Leu Trp Gly 
90 

Met Lys Val lie 
105 

Arg Phe Leu Ala 

Gin Thr Trp Phe 
140 

Asp lie Leu Lys 
155 

Met Leu Asp Lys 
170 

Val Phe Gin His 
185 

Ala Phe Ser His 

Tyr lie Gin Ala 
220 

Arg Asn Ala Phe 
235 

Gly Arg Trp Thr 
250 

Gin Val lie Gin 
265 

Glu Lys lie Lys 

Leu Ala Lys Met 
300 

Ala Glu Val Asp 
315 

Gly lie Ser Trp 
330 



Gly Asp Val Ser 
15 

Leu Leu Leu lie 
30 

Leu Lys Ala Leu 
45 

Gly His lie Gin 

Lys Trp Val Glu 
80 

Gly Lys Val Arg 
95 

Leu Gly Arg Ser 
110 

Pro Trp lie Gly 
125 

Gin His Arg Arg 

Pro Tyr Val Gly 
160 

Trp Glu Glu Leu 
175 

Val Ser Leu Met 
190 

Gin Gly Ser lie 
205 

lie Ser Asp Leu 

His Gin Asn Asp 
240 

His Arg Ala Cys 
255 

Leu Arg Lys Ala 
270 

Arg Lys Arg His 
285 

Glu Asn Gly Ser 

Thr Phe Met Phe 
320 

lie Leu Tyr Ala 
335 
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Leu Ala Thr His Pro Lys His Gin Glu Arg Cys Arg Glu Glu lie His 

340 345 350 

Ser Leu Leu Gly Asp Gly Ala Ser lie Thr Trp Asn His Leu Asp Gin 

355 360 365 

Met Pro Tyr Thr Thr Met Cys lie Lys Glu Ala Leu Arg Leu Tyr Pro 

370 375 380 

Pro Val Pro Gly lie Gly Arg Glu Leu Ser Thr Pro Val Thr Phe Pro 
385 390 395 400 

Asp Gly Arg Ser Leu Pro Lys Gly lie Met Val Leu Leu Ser lie Tyr 

405 410 415 

Gly Leu His His Asn Pro Lys Val Trp Pro Asn Pro Glu Val Phe Asp 

420 425 430 

Pro Phe Arg Phe Ala Pro Gly Ser Ala Gin His Ser His Ala Phe Leu 

435 440 445 

Pro Phe Ser Gly Gly Ser Arg Asn Cys lie Gly Lys Gin Phe Ala Met 

450 455 460 

Asn Glu Leu Lys Val Ala Thr Ala Leu Thr Leu Leu Arg Phe Glu Leu 
465 470 475 480 

Leu Pro Asp Pro Thr Arg lie Pro lie Pro lie Ala Arg Leu Val Leu 

485 490 495 

Lys Ser Lys Asn Gly lie His Leu Arg Leu Arg Arg Leu Pro Asn Pro 

500 505 510 

Cys Glu Asp Lys Asp Gin Leu 
515 

<210> 6 
<211> 2576 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 

<400> 6 

gaattccgca gagatccagc aggtgctgca ccatgagtgt ctctgtgctg agccccagca 60 

gactcctggg tgatgtctct ggaatcctcc aagcggcctc cctgctcatt ctgcttctgc 120 

tgctgatcaa ggcagttcag ctctacctgc acaggcagtg gctgctcaaa gccctccagc 180 

agttcccgtg ccctccctcc cactggctct tcgggcacat ccaggagctc caacaggacc 240 

aggagctaca acggattcag aaatgggtgg agacattccc aagtgcctgt cctcattggc 3 00 

tatggggagg caaagttcgt gtccagctct atgaccctga ctatatgaag gtgattctgg 3 60 

ggagatcaga cccgaaatcc catggttcct acagattcct ggctccatgg attgggtacg 420 

gcttgctcct gttgaatggg cagacatggt tccagcatcg acggatgctg accccagcct 480 

tccactatga catcctgaag ccctatgtgg ggctcatggc agactctgta cgagtgatgc 540 

tggacaaatg ggaagagctc cttggccagg attcccctct ggaggtcttt cagcacgtct 600 

ccttgatgac cctggacacc atcatgaagt gtgccttcag ccatcagggc agcatccagg 660 

tggacaggaa ttctcagtcc tacatacagg ccattagtga cctgaacaac ctggtttttt 72 0 

cccgtgtgag gaatgccttt caccagaatg acaccatcta cagcctgacc tctgctggcc 780 

gctggacaca ccgcgcctgc cagctggccc atcagcacac agaccaagtg atccaactga 840 

ggaaggctca actacagaag gagggggagc tggagaagat caagaggaag aggcatttgg 900 

attttctgga tatcctcctc ttggccaaaa tggagaatgg gagcatcttg tcagacaagg 960 

acctccgtgc tgaggtggac acgttcatgt ttgagggcca cgacaccaca gccagtggga 1020 

tctcctggat cctctatgct ctggccacac accccaagca tcaggagagg tgccgggagg 1080 

agatccacag cctcctgggt gatggagcct ccatcacctg gaaccacctg gaccagatgc 1140 

cctacaccac catgtgcatt aaggaggcac tgaggctcta cccaccggtg ccaggcattg 1200 

gcagagagct cagcactccc gtcaccttcc ctgatgggcg ctccttgccc aaaggtatca 1260 

tggtcctcct ctccatttat ggccttcacc acaacccaaa agtgtggccc aacccagagg 1320 

tgtttgaccc tttccgtttt gcaccgggtt ctgctcaaca cagccacgct ttcctgccct 13 80 
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tctcaggagg atcaaggaac tgcattggga aacaatttgc catgaacgag ctgaaggtgg 1440 

ccacggccct gaccctgctc cgctttgagc tgctgcctga tcccaccagg atccccatcc 1500 

ccattgcacg acttgtgttg aaatccaaaa atggaatcca cctgcgtctc aggaggctcc 1560 

ctaacccttg tgaagacaag gaccagcttt gagggcctcc acctgccgtc ctgtcttcct 1620 

gacccccgct tctgtcccct tcctgtctgc ccatatcctg ttttctgtct gcccaccttc 1680 

ccttcttccc acctgcctgc tgtcccccag tctgcctgcc cttctctctc tcacctttct 1740 

ccaggctccc tacctgcttg tctacctgtc tcctacccac ctgtatctct tgttgggaga 1800 

aaagctgagt gttgggagaa gctgaggccg agcttgcatg tctgacataa tgtaaaagag 1860 

tcttgaatca tgtccaggat ccagggtcta aaaccccttg tggcctttgg aacaccaagc 1920 

tctgtgctga agggtggaag gctaccctga cgcaccataa tctaagcccg gggcataaaa 1980 

cccctcgtgg cttggataga atccagggct cgtggctctg gaatgtgtct ggacttgctg 2 040 

gctccttgct ccttgctctc ccaggatcaa ttgtatcttg agttaaaaga acctgctctc 2100 

cattatctca agtaacagag cagatgctaa accgtcacag ctgtaaattg tgtgcttaat 2160 

gcaacatgcc ctttcgaccc accccccatt ctcaccacct gtttctttgt ttgatcacca 2220 

ataaataatc tgcacttcca gagctcgggg ccttcacagc ctccatcctt agctttggcg 2280 

ccctggaccc actttctctc tcaaactgtc ttttctcact gctttgactc tgccggactt 2340 

tgtcaccccc acgacctggt gttgggtctg aacaccccaa catccctgaa tctccaccca 2400 

cctcccaaac tcctgcctgc cctccagact gtctgcccat acacctgtct ccttcttcct 2460 

gcctggcttg tctgttccta tattagtttc ctattactgc tgtaataaac tatcacaatc 252 0 

tcagtgattt taaataaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaacg gaattc 2576 



<210> 7 
<211> 519 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 



<400> 7 

Met Ser Val Ser 
1 

Gly lie Leu Gin 
20 

Lys Ala Ala Gin 
35 

Gin Gin Phe Pro 
50 

Glu Phe Gin His 
65 

Thr Phe Pro Ser 

Val Gin Leu Tyr 
100 

Asp Pro Lys Ser 
115 

Tyr Gly Leu Leu 
130 

Met Leu Thr Pro 
145 

Leu Met Ala Asp 

Leu Gly Gin Asp 
180 

Thr Leu Asp Thr 
195 

Gin Val Asp Arg 



Val Leu Ser Pro 
5 

Val Thr Ser Leu 

Leu Tyr Leu His 
40 

Cys Pro Pro Ser 
55 

Asp Gin Glu Leu 
70 

Ala Cys Pro Tyr 
85 

Asp Pro Asp Tyr 

His Gly Ser Tyr 
12 0 

Leu Leu Asn Gly 
135 

Ala Phe His Asn 
150 

Ser Val Arg Val 
165 

Ser Pro Leu Glu 

lie Met Lys Ser 
200 

Asn Ser Gin Ser 



Ser Arg Arg Leu 
10 

Leu lie Leu Leu 
25 

Arg Gin Trp Leu 

His Trp Leu Phe 
60 

Gin Arg lie Gin 
75 

Trp lie Trp Gly 
90 

Met Lys Val lie 
105 

Arg Phe Leu Ala 

Gin Thr Trp Phe 
140 

Asp lie Leu Lys 
155 

Met Leu Asp Lys 
170 

Val Phe Gin His 
185 

Ala Phe Ser His 
Tyr lie Gin Ala 



Gly Gly Val Ser 
15 

Leu Leu Leu lie 
30 

Leu Lys Ala Leu 
45 

Gly His He Gin 

Glu Arg Val Lys 
80 

Gly Lys Val Arg 
95 

Leu Gly Arg Ser 
110 

Pro Arg He Gly 
125 

Gin His Arg Arg 

Pro Tyr Val Gly 
160 

Trp Glu Glu Leu 
175 

Val Ser Leu Met 
190 

Gin Gly Ser He 
205 

lie Ser Asp Leu 
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210 

Asn Ser Leu Val 
225 

Thr lie Tyr Ser 

Gin Leu Ala His 
260 

Gin Leu Gin Lys 
275 

Leu Asp Phe Leu 
290 

lie Leu Ser Asp 
305 

Glu Gly His Asp 

Leu Ala Thr His 
340 

Gly Leu Leu Gly 
355 

Met Pro Tyr Thr 
370 

Pro Val Pro Gly 
385 

Asp Gly Arg Ser 

Gly Leu His His 
420 

Pro Ser Arg Phe 
435 

Pro Phe Ser Gly 
450 

Asn Gin Leu Lys 
465 

Leu Pro Asp Pro 

Lys Ser Lys Asn 
500 

Cys Glu Asp Lys 
515 



215 

Phe Cys Cys Met 
230 

Leu Thr Ser Ala 
245 

Gin His Thr Asp 

Glu Gly Glu Leu 
280 

Asp lie Leu Leu 
295 

Lys Asp Leu Arg 
310 

Thr Thr Ala Ser 
325 

Pro Lys His Gin 

Asp Gly Ala Ser 
360 

Thr Met Cys lie 
375 

lie Gly Arg Glu 
390 

Leu Pro Lys Gly 
405 

Asn Pro Lys Val 

Ala Pro Gly Ser 
440 

Gly Ser Arg Asn 
455 

Val Ala Arg Ala 
470 

Thr Arg lie Pro 
485 

Gly lie His Leu 
Asp Gin Leu 



220 

Arg Asn Ala Phe 
235 

Gly Arg Trp Thr 
250 

Gin Val lie Gin 
265 

Glu Lys lie Lys 

Leu Ala Lys Met 
300 

Ala Glu Val Asp 
315 

Gly lie Ser Trp 
330 

Glu Arg Cys Arg 
345 

lie Thr Trp Asn 

Lys Glu Ala Leu 
380 

Leu Ser Thr Pro 
395 

He Met Val Leu 
410 

Trp Pro Asn Leu 
425 

Ala Gin His Ser 

Cys He Gly Lys 
460 

Leu Thr Leu Leu 
475 

He Pro He Ala 
490 

Arg Leu Arg Arg 
505 



His Glu Asn Asp 
240 

His Arg Ala Cys 
255 

Leu Arg Lys Ala 
270 

Arg Lys Arg His 
285 

Glu Asn Gly Ser 

Thr Phe Met Phe 
320 

He Leu Tyr Ala 
335 

Glu Glu He His 
350 

His Leu Asp Gin 
365 

Arg Leu Tyr Pro 

Val Thr Phe Pro 
400 

Leu Ser He Tyr 
415 

Glu Val Phe Asp 
430 

His Ala Phe Leu 
445 

Gin Phe Ala Met 

Arg Phe Glu Leu 
480 

Arg Leu Val Leu 
495 

Leu Pro Asn Pro 
510 



<210> 8 
<211> 1872 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 



<400> 8 

tcaagtctgt tttcctcgca gcggtgccca cacccctagc atactgcctg gcacacagta 60 

aatgctcatt aaatatttgt gaggtacatg gacaggggaa tgtggtagac agctgatgaa 12 0 

gctgttctcc cactgttccc ctaggtggat catccaaagt caatcgattc tgaactctga 180 

ggtccaagtt ctgccctccc ccttcactct ccccacaagt gggcgggaca atcctcccat 240 

gacttaagca caggtggaca ggggtggtca gagagaggaa ggggcactca gagatccagc 3 00 

aggtgctgca ccatgagtgt ctctgtcctg agccccagca gacgcctggg tggtgtctcc 3 60 

gggatcctcc aagtgacctc cctgctcatt ctgcttctgc tgctgatcaa ggcagctcag 420 

ctctacctgc ataggcagtg gctgctcaaa gccctccagc agttcccgtg ccctccctcc 480 
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cactggctct tcgggcacat ccaggagttc caacacgacc aggagctaca acggattcag 540 

gaacgggtga agacattccc aagtgcctgt ccttattgga tatggggagg caaagttcgt 6 00 

gtccagctct atgaccctga ctatatgaag gtgattctgg ggagatcaga cccgaaatcc 660 

catggttcct acagattcct ggctccacgg attgggtacg gcttgctcct gttgaatggg 72 0 

cagacatggt tccagcatcg acggatgctg accccagcct tccacaatga catcctgaag 780 

ccatatgtgg ggctcatggc agactctgta cgagtgatgc tggacaaatg ggaagagctc 840 

cttggccagg attcccctct ggaggtcttt cagcacgtct ccttgatgac cctggacacc 900 

atcatgaaga gtgccttcag ccatcagggc agcatccagg tggacaggaa ttctcagtcc 960 

tacatccagg ccattagtga cctgaacagc ctggtttttt gctgtatgag gaatgccttt 102 0 

catgagaatg acaccatcta cagcctgacc tctgctggcc gctggacaca ccgcgcctgc 1080 

cagctggccc atcagcacac agaccaagtg atccaactga ggaaggctca actacagaag 114 0 

gagggggagc tggagaagat caagaggaag aggcacttgg attttctgga catcctcctc 12 0 0 

ttggccaaaa tggagaatgg gagcatcttg tcagacaagg acctccgtgc tgaggtggac 1260 

acgttcatgt ttgagggcca cgacaccaca gccagtggga tctcctggat cctctatgct 1320 

ctggccacac accccaagca tcaggagagg tgccgggagg agatccatgg cctcctgggt 1380 

gatggagcct ccatcacctg gaaccacctg gaccagatgc cctacaccac catgtgcatt 1440 

aaggaggcac tgaggctcta cccaccggtg ccaggcattg gaagagagct cagcactccc 1500 

gtcaccttcc ctgatgggcg ctccttgccc aaaggtatca tggtcctcct ctccatttat 1560 

ggccttcacc acaacccaaa agtgtggccc aacctagagg tgtttgaccc ttcccgtttt 1620 

gcaccgggtt ctgctcaaca cagccacgct ttcctgccct tctcaggagg atcaaggaac 168 0 

tgcatcggga aacaatttgc catgaaccag ctgaaggtgg ccagggccct gaccctgctc 174 0 

cgctttgagc tgctgcctga tcccaccagg atccccatcc ccattgcacg acttgtgttg 1800 

aaatccaaaa atggaatcca cctgcgtctc aggaggctcc ctaacccttg tgaagacaag 1860 

gaccagcttt ga 1872 



<210> 9 
<211> 21990 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence; Note = 
synthetic construct 



<221> misc_f eature 
<222> (1) . . . (21990) 
<223> n = g, a, c or t (u) 



<400> 9 



nnnnn nnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


60 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


120 


nnnnn nnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


180 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


240 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


300 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


360 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


420 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


480 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


540 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


600 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


660 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


720 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


780 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


840 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


900 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


960 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1020 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1080 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1140 
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nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


12 0 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


12 6 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


lion 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


13 8 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


144 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


150 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1560 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


162 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnn n 


168 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


174 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1800 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnn nnnnnnn 


1860 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


192 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1980 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2 04 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2100 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2160 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2 22 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


22 80 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2 34 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2400 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2460 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnggt 


2520 


cagagagagg 


taggggcact 


cagagatcca 


gcaggtgctg 


caccatgagt 


gtctctgtgc 


2580 


tgagccccag 


cagactcctg 


ggtgatgtct 


ctggaatcct 


ccaagcggcc 


tccctgctca 


2640 


ttctgcttct 


gctgctgatc 


aaggcagttc 


agctctacct 


gcacaggcag 


tggctgctca 


2700 


aagccctcca 


gcagttcccg 


tgccctccct 


cccactggct 


cttcgggcac 


atccaggagn 


2760 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2820 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2 880 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


2940 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3000 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3 060 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3120 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3180 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3240 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3300 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3360 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3420 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3480 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3540 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3600 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3660 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3720 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3780 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3840 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3900 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


3960 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4020 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4080 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


414 0 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4200 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4260 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4320 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4380 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4440 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4500 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4560 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


4620 
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nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 68 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 74 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 80 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 86 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 92 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 98 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 04 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 510 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 516 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 522 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 52 80 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 34 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 540 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 546 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 552 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 58 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 64 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 70 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 76 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 82 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5 880 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnng gatatgggga 5 94 0 

ggcaaagttc gtgtccagct ctatgaccct gactatatga aggtgattct ggggagatca 6000 

ggtgagatcg aacccccatc ccaactgcaa tttctcttcc ctcttgacac atgcccctgg 6060 

gtctgtaaaa ttccagaaga gagtggctgt tcaaacatca atatctgaaa cctctcccac 6120 

gcatccacca agcccaccat gcccaggctg tagtcaaaaa tatttatgaa tactgaatgt 6180 

ttaaaacaat atgtggggct gaattttcta ttcttttttt ctatttctct attaagaaaa 6240 

ttaaattttc tgaaacgtaa attgccccag atctgtaaaa caaatttcat acccacattg 6300 

acttgggttc gaagctctaa ttgttgcctg tcctggtcag gaggtgacta ggaaaacatc 6360 

aatgtagaaa aacccatggc tctgtattat tcattgtcat tgaagaccta gcctatgtat 642 0 

ctcaccaatt caccttccta gcccctgggt gttttcctgc tggaacactg agtctgtctt 6480 

cctgagccca cattgacctt caggacagaa atagaagtgg atgggagtca agtgggaggt 654 0 

gacatgggtc aaactgccaa ctgacagaca ccaagaattg atgcagcctc taagactgcc 6600 

ttcttagtaa ctcctagttt cctataaagc cctttcttgc ctttcagacc cgaaatccca 6660 

tggttcctac agattcctgg ctccatggat tggtatgtgt gcaaactagg actgcagccc 672 0 

actccctagt caggtttgag ttatttattt ggctcacaga gaacaacaga ttagaggcca 6780 

ccactatcat gacctcatcc ccaaatcaag cctcacttcc ttcttctaac aagaccctca 6840 

ccccttccta atgctggtgc aaaccttcct gaggctcagc ttcttccatt tcatgtctca 6900 

gttctctcca gacatccttg gcttcacatt tattttacat ctgcccacaa cccttttcaa 6960 

cctttatctc acagctgtca taatcacatg gatgtagcag ctcaatcaga atattcacat 7020 

gcctgaaata tacctccttt tcctgcattt gcccatgacg tggcttcttc tggatagttc 7080 

tccccttgag aagccacctt tctccctccc aaattgtcac cagtcatccc tagctccttg 7140 

cagccnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn cctgacacac acacacacac 72 0 0 

acacaaacac acattcatgt ctctcttagg gtacggcttg ctcctgttga atgggcagac 7260 

atggttccag catcgacgga tgctgacccc agccttccac tatgacatcc tgaagcccta 7320 

tgtggggctc atggcagact ctgtacgagt gatgctggtg agtccatgtc tcnnnnnnnn 7380 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnaaccc tgtgtcccac 744 0 

aggcagacat agacatagac acatggaaca acactctcag gtcattgctg tgagagtaga 7500 

gggttcccca gagttgtata aggtaggaga acacccaggc atcaggtcat atccacactt 7560 

tgttccccac cataggaata gagattcatg gtgaacacaa ggcccttctc ctcccacttt 7620 

ggaacctcag cacaagggac tggaggcata tgcaatcttg ttggacagta ggacttccta 7680 

tgctggctgg cctgggcaat ggcagcttca gtggcagcat ggacaggcca agatgtcacc 7 74 0 

cacccaggct ctggcctggg gccccaggtt tctgcatgga tttaagccac cctgggaagg 7800 

aaatgaacac caggtctatg ttctcagagc aataccttcc atagatagca tcatctccag 7860 

tcaggactct gatttctcac ccaactgtgc ccagcacatt ttgatgaatg gaaaagaatt 7920 

gaagtccctg ttttctctac aacacagtgn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 7980 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 8 04 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 810 0 
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nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 8 ISO 

nnnnnnnnnn nnntgtatta aaagtgtgtg agaattaggc gtcagtttac caacactggc 8220 

tttacagtct cagtttctac aatgcgtctg ctctgtaaag tgaggaatcc caaccaagat 8280 

atctgcaagc tacaggaaaa aacaggatat ctgcaggtac atgaaaaagc caggccttat 8340 

tagcaaagca cttcttggag attaagaagg tccatgcccc ctcccaccac aggacaaatg 8400 

ggaagagctc cttggccagg attcccctct ggaggtcttt cagcacgtct ccttgatgac 8460 

cctggacacc atcatgaagt gtgccttcag ccatcagggc agcatccagg tggacaggtc 852 0 

agtgacaacc ctccagctgc agggcccttg ttcttatcaa gtggagtgca catacctgag 8580 

gggcaggtgg ggcagcgtga aggctcaccg ccacacaaag gaagagtcag tccctgacca 8640 

aactctaatt ccagtccaga ccaaacaaag tctcaggaac agatgcctga ttcctagcac 8700 

aggtggaccc tggatgttca taccatctga taaaggccaa aggataatag ggctgtaaga 8760 

tagaagaaac attgcctcaa ggctgcttgt ccccattatc cgaggctgcc tcctctcaga 8820 

ccccattcta cttccgggta atgggcccac ccctactgca gtcccttctt catactctcc 8880 

ctcaggaatt ctcagtccta catacaggcc attagtgacc tgaacaacct ggttttttcc 8940 

cgtgtgagga atgcctttca ccagaatgac accatctaca gcctgacctc tgctggccgc 9000 

tggacacacc gggcctgcca gctggcccat cagcacacag gttctgtctt ttcctcttgt 9060 

ctcccagcct ttcccaggca cagcgaaaga acttgccctg actcctcagg cagagaaggc 9120 

ccctagtaac cctgcagaac gcagaacaca ctcagcctgg ggaattccct tgctcagggg 9180 

ctgggagctg agatgtgagg ggccagattc tgtgccttgg tttatcaatg tccccacatg 9240 

gagataactg aatgagaccc tgtccaaaca gcattcaaga ggagcctcca tgaactgtgc 9300 

cactggcggg aggggtgccc tgcctcacac agtactagag cttccacccc tgaccctgca 93 60 

cccacactca cattcatgct gagatctacc aggcacccac actgggcagc taggcctcct 9420 

gggggctgct gacggtctca gctctgcctg gtaaccattg ttctggtaca gaccaagtga 9480 

tccaactgag gaaggctcaa ctacagaagg agggggagct ggagaagatc aagaggaaga 9540 

ggcatttgga ttttctggac atcctcctct tggccaaagt gagtatgtgt aggagaggcc 9600 

tgagtctttg cccagaagta catagcaaga gacaagccct gcactttcac cacgggtctt 9660 

accagatgga gaatgggagc atcttgtcag acaaggacct ccgtgctgag gtggacacgt 972 0 

tcatgtttga gggccatgac accacagcca gtgggatctc ctggatcctc tatgctctgg 9780 

ccacacaccc caagcatcag gagaggtgcc gggaggagat ccacagcctc ctgggtgatg 9840 

gagcctccat cacctggtga gtgagggctc aaaagatggg gttccctgcc ttctccacag 990 0 

gggcccctgg tctgcccagg ccttgctggt gttcaggatg gaattgtttc aggaaccacc 9960 

tggaccagat gccctacacc accagtgcat aaggaagcac tgaggctcaa ccacctggac 1002 0 

cagatgccct acaccaccat gtgcattaag gaggcactga ggctctcccc accggtgcca 10080 

ggcattggca gagagctcag cactcccgtc accttccctg atgggcgctc cttgcccaaa 10140 

ggtatgaagt tcccccaccc tctcacctaa actctccaca gggacgtgtg gagggtgaga 10200 

aatccatgtg tgcatcagaa ttctgcacat ctctgggtct cccttttgtt ctaaaaaaat 10260 

caaaaacata ctttgtactt gggataaaga atttgaaaag tctggctgag agcttgaacc 10320 

caccaaaagt tcaagaaata aattttgatc tctgaatgtg gccttgggtc agtaactgta 103 80 

aaattctatt ccctgagatg tgcagggctg gaaagagaat cagacaaggg cagagaggga 10440 

tgtgtttctt tcctcatggg gtcagtgcaa aagaggctta tcaggaattt catttcctgg 10500 

gtcagctgtt gtccagtctc tgaggaaccc tcaggttgat ggcagagaga aagtgatgac 10560 

cagatctggg gacaccaagg tgcaactccc tgggttctgg tcccagtcct gccataacct 1062 0 

agttgtgtga acatagacaa gacaattggt ctctctgaga ttcaggtatc tcccctgaaa 10680 

actgagagca aaagaatgtc ttacttggag cgttgttgta ctgagtgagt tcatgtatat 10740 

tctccaatga cccttggagg atatnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 10 8 00 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnaatgattg tctattcatc 10 8 60 

atctgaactc acatgctttg ttaagcctaa cccacctgca taatggcaga atcatcccag 10920 

tcaaagtgaa aatttgtgga aagtaggctt tttgggcctt cttttgtgcc tgctggctga 10980 

agtaccaggc caccccatgc aaatgattgg tcttctgtct gtttccaacc tgcaccacag 11040 

gtatcatggt cctcctctcc atttatggcc ttcaccacaa cccaaaagtg tggcccaacc 11100 

cagaggtatg tggtccttga gaggaggaaa tgaggtgatc cctcaagacc aataccttct 11160 

cctgcttcca cctctgggag tcctgtcccc catgggtggc aagtaggtgc tggatcctta 1122 0 

actatcctgg ctctggtgct ctctctgcag gtgtttgacc ctttccgttt tgcaccgggt 11280 

tctgctcaac acagccacgc tttcctgccc ttctcaggag gatcaaggtg agacgtcctg 11340 

tgtggtaatt cgaatagagg aatgagggaa gtctctggtc aaccctctga tctttgtgag 114 0 0 

cctgatgttc atatgtggca tcttcaggtg tgctcttaaa tgttggtatt tgtgggaaag 11460 

tcaggcacct ggtgtgggcg tctctgtgta caaaaggaag gtggcattca gagcacccca 1152 0 

tggagacttt gctccctctg cttcttcaaa tgggcagcct gaattcactg tcagtgcatg 11580 
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ttccaaactt cagtatattc atgtattttc ctcactttaa ggatatgaat tctcaaaatt 11640 

agatattctc cagtaaattc aacttcagct gtttgctttt ctcagttgtc aggaatagta 11700 

aactgtagat ttctctcccc ccacacatcc tcaatgcagc acactacctt ccctatttaa 11760 

ttcactagtc tgtcgtagag atgaatcatt gaagtctttg catctgttta taatacagat 11820 

gacctgcaag tcctaccttt caagtcatat aagggagagg ttaaggtagc cctttgaaga 11880 

aagttttaca acagtgtgtg tcatatcata catttttctg tcttgcccaa tgacattttt 11940 

actgcattat atagtgttca catatttnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12000 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12060 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1212 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1218 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12240 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 123 00 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12360 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 42 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1248 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 540 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 600 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 660 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 720 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 7 80 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 84 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 900 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 12 960 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 13 02 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 13 080 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 13140 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 132 00 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 132 60 

nnnnnnnnnn cccactgccc ttctgactcc ccttaataca cccatcgggg cccctatgag 13320 

gattcaggtc cctgtgtgtc ccactacatg ggaagcacct gagagtgtgg cccaccctca 13380 

ccctacagga cctgaactga cctccacact ggagaacaag aaatgtttgt ggaggagtga 13440 

acaaaccatt gattaactct ttatctattc atgtgattag actctgtgcc ttagagccct 13500 

ggccttgtct tgatagaggg tttcaggctg ctgagagcag aggtagaggg taggagttag 13560 

gagctagccc aggaagacgg ctctgtccaa ggatcgggat agtgtgaagc caggacgggg 13 62 0 

tagaagtgtc catgggctgt atgtgtgcag gggctggaca catgaggttg ggcactgaat 13680 

gtccagctca gggctggggt caggggccaa aacctgctca gatcagaatg gggcctgagg 13740 

acacttctca attcattatc tccacctggc ccaggaactg catcgggaaa caatttgcca 13 800 

tgaacgagct gaaggtggcc acggccctga ccctgctccg ctttgagctg ctgcctgatc 13860 

ccaccaggat ccccatcccc attgcacgac ttgtgttgaa atccaaaaat ggaatccacc 13 920 

tgcgtctcag gaggctccct aacccttgtg aagacaagga ccagctttga gggcctccac 13 980 

ctgccgtcct gtcttcctga cccccgcttc tgtccccttc ctgtctgccc atatcctgtt 14040 

ttctgtctgc ccaccttccc ttcttcccac ctgcctgctg tcccccagtc tgcctgccct 14100 

tctctctctc acctttctcc aggctcccta cctgcttgtc tacctgtctc ctacccacct 14160 

gtatctcttg ttgggagaaa agctgagtgt tgggagaagc tgaggccgag cttgcatgtc 1422 0 

tgacataatg taaaagagtc ttgaatcatg tccaggatcc agggtctaaa accccttgtg 142 8 0 

gcctttggaa caccaagctc tgtgctgaag ggtggaaggc taccctgacg caccataatc 14340 

taagcccggg gcataaaacc cctcgtgctt ggatagaatc cagggctcgt ggctctggaa 144 0 0 

tgtgtctgga cttgctgcct cctcgctcct tgctctccca ggatcaattg tatcttgagt 14460 

taaaagaacc tgctctccat tatctcaagt agcagagcag atgctaaacc gtcacagctg 1452 0 

taaatcatgt ggttaatgca acatgccctt tcgaccccca cattctcacc acctgtttct 14580 

ttgtttgatc accaataaat aatctgcact tccagagctc ggggccttca cagcctccat 14640 

ccttagcttt ggcgccctgg acccactttc tctctcaaac tgtcttttct cactgctttg 14700 

actctgccgg actttgtcac ccccacgacc tggtgttggg tctgaacacc ccaacatccc 14760 

tgaatctcca cccacccnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 14 82 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 14880 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 14 94 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 150 0 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 150 60 
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nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18120 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18180 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18240 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18300 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18360 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18420 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18480 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


18540 
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nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18600 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18 660 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18 720 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18780 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18 840 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18 900 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18960 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19020 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19080 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1914 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19200 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19260 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19320 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19380 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19440 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19500 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 195 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19620 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19680 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19740 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 198 0 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19 86 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19920 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 19980 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0 040 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 010 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0160 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0220 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0280 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0340 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0400 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 04 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0 520 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0580 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0640 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0 700 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0760 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0 820 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0880 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2 0940 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2100 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 210 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2112 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2118 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2124 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 213 0 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 213 60 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2142 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 214 8 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 21540 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 21600 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 21660 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 21720 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 217 8 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 21840 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 2190 0 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 21960 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 21990 



